Recently much interest has been focused on the design and synthesis of complexes based on rigid aromatic carboxylic acids (Hu et al., 2006; Zhang et al., 2006) . However, the coordination chemistry and structural properties of complexes based on flexible heterocyclic acetate ligand have been rarely documented to date. 1-(4-hydroxyphenyl)-5-thioacetatetetrazole possesses one phenolic hydroxy group and one flexible thioacetate group, which has senven potential coordinated sites.
The title complex, [Mn(C 9 H 7 N 4 O 3 S)Cl(C 12 H 8 N 2 )(CH 4 O)-(H 2 O)], contains an Mn II ion six-coordinated by one O atom from the 2-[1-(4-hydroxyphenyl)-1H-tetrazol-5-ylsulfanyl]acetate ligand, two N atoms from a chelating 1,10-phenanthroline ligand, one O atom from a methanol molecule, one Cl atom and one water molecule in a distorted octahedral coordination geometry. The existence of O-HÁ Á ÁCl, O-HÁ Á ÁN and O-HÁ Á ÁO hydrogen bonds further produces a two-dimensional structure.
Related literature
For general background, see: Hu et al. (2006) ; Zhang et al. (2006) .
Experimental
Crystal data [Mn(C 9 H 7 N 4 O 3 S)Cl(C 12 H 8 N 2 )-(CH 4 O)(H 2 O)] M r = 571.90 Triclinic, P1 a = 10.5565 (3) Å b = 11.4969 (2) Å c = 11.5931 (2) Å = 114.362 (1) = 96.841 (1) = 103.969 (1) V = 1205.17 (5) Å 3 Z = 2 Mo K radiation = 0.79 mm À1 T = 296 (2) K 0.34 Â 0.23 Â 0.11 mm
Data collection
Bruker APEXII diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: AT2671). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0320 (7) 0.0576 (9) 0.0558 (10) 0.0166 (7) 0.0104 (7) 0.0320 (8) (9) 0.0318 (10) 0.0036 (7) 0.0057 (7) 0.0111 (8) C21 0.0271 (8) 0.0348 (10) 0.0339 (10) 0.0050 (7) 0.0048 (7) 0.0168 (8) 
